SEQUENCE LISTING 

(1) GENERAL INFORMATION: 

(iii) NUMBER OF SEQUENCES: 23 

(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6689 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) human 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene 
(B) LOCATION: 17pl3 . 1 

(D) OTHER INFORMATION: produces aryl -hydrocarbon 
receptor interacting protein-like 1 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

1 

ggcctcccaa agtgctggat tacaggcgtg agtcaccgcg cctggtcccc tgtcttcttt 
61 

aagaaagctc agcggacctt tttccttctt ggggtggaac aaaaagccaa atctagcaca 
121 

accctgggca ggggcccaga atcactggaa gcaaaggtgg atgggatagg aggcgaggct 
181 

gcctgtggac cacaggcccg gcccgagtgg ctctgatgag aagccggggc gcctaggtca 

241 

ccgcccccac cgtctgccct tccccccact cctcctggct gggtaaatcc cagagtctca 
301 

gccgcctaag tgtcttcccc ggaggtgaga ttatctccgc ctgtgctgga cacctccctt 
361 

tctcctgcag ccatggatgc cgctctgctc ctgaacgtgg aaggggtcaa gaaaaccatt 
421 

ctgcacgggg gcacgggcga gctcccaaac ttcatcaccg gatcccgagt gagtggggcc 
481 

cctccggagc agacagggtc ccccacagca gctttcaaca ttccaggtgt gccccaaggc 
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actgtaaaca gctttcagct gtgccaaaaa aacagccagg cagccccagc gctgggcctc 
601 

cggggagctc ccagcgttta cccattcagg gggcattttt ggtactttgc agattcaact 
661 

ttagcatggg ctgaggggaa gggcttttgg gaattttctg gggccctaaa tgttgagtga 
721 

gaagaaaggg agtccgagga gtcttggtat ttgtccccaa atgtctgtta ggcttccctg 
781 

gactgaaggg tgcgtctgtg gctacagaat tcgggctttg gccaggcgag gcggctcccg 
841 

cctgtaatcc cagcactttg ggaggccaag atgggcagat catgaggtca agagttcgag 
901 

accagcctga ccaacatgtg aaaccccatc tctactgaaa atacaaaaat tagccagatg 
961 

tgctgtggcg cctgtaatcc cagttcagat actcaggaga cttgaggcag gagaatcact 
1021 

tgagcccagg aggtggaggt tgcagtgagc cgagatcata ccactgcact ccaacctggg 
1081 

caacagagtg agactctgtc tcagaaaaaa aaaaaaaaaa aagaactcgg gcttacttga 
1141 

ggaaggattt ctggacgcac agggctgtgg ggagtggaat ggggtctgta gggaggggtg 
1201 

ggtccctcct ccctgggggg tgcaggcagg gtggaggtgc tccaggggtc tgaggcatct 
1261 

gatggggtga actgagtgag ctgaccctgg ggacagccct gggtgtcggt ggcaaggggg 
1321 

tggcttctgc cgggccttga acagtgtgtc tagagcagag tgcaccgtct cggtgactag 
1381 

gtgatctttc atttccgcac catgaaatgt gatgaggagc ggacagtcat tgacgacagt 
1441 

cggcaggtgg gccagcccat gcacatcatc atcggaaaca tgttcaagct cgaggtctgg 
1501 

gagatcctgc ttacctccat gcgggtgcac gaggtggccg agttctggtg cgacaccatc 
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1561 

gtaagtaggc cctgcgcgcc tgtctcctgg gactagtctt ttctgggctc acccacccgc 
1621 

tttgcggggc tgctgtgttt cgggaaagct gggactcaag cgaagctttg caaagccagt 
1681 

cctgcaaact tattccccac cgtgtgcatg tgaagatgga gggaacaagg gctggaaggg 

1741 

gtgacccatg ctgtggctgg ctggtgggga gcagggctat gaccagcagg agtgagctgg 
1801 

cccacttcac agtcctcaca tctgtgtgtg tgtgtgtgtg tgtgtgtgtg tgtgtgtgtg 
1861 

tgtgtgtgtg agagagagag agagagagag agagagnnnn nnnnnntagc cttaggactt 
1921 

attgcagaga ccaacaccta acaatgtaat caggcagcca gtgcaggaca taaataagta 
1981 

aggcagtgtg ctttgggcca caaaagcacg ctcagcttgc tggaagccat gggtgccgag 
2041 

ctgggggctg ctgagtcagg gccaaagggg gcccctccct gcagtaagct ggttctgggg 
2101 

cctctccctc ccttggtcca gctcttaatc ccaacaggct caacagccat ctgcttgtct 
2161 

cttccataaa gaggcagaag gcatttcggg ctaatcccgg ccggtggggc gggcagggtg 
2221 

acctctgtct ctgtgctggt gacctggagg cagagctgaa ctgctgcata gagtttcagc 
2281 

cccttcactt cacatgttgc atgtggggcc agtgctgggt catctcagaa gccggtccaa 
2341 

ggagatgggt tctcagggag cctagttggg gaaactgagg cccagcatac atacagcagg 
2401 

cctcgctgag gccgcacggc ggatcttccc agccctcctt catcccaagg gtggcaaact 
2461 

cagctcccat gctggctgaa gctgtgatga gccagatcta tatctgcacc atctcattta 
2521 

atccctacag cagccctaat atcgaacagg agcaacccag ggaactgagt ttcagagaag 
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2581 

tgcagagacc tgggctcacc gctaacctgc agcactgcca ggacaccaaa gcgactctct 
2641 

tggaccctgg agtcctgctc cttctactgc cccacactgc ccttcctgcg agtcataggc 
5 2701 

tttgcagagg tcagggtttc cctggggcag agatgtgtta cagtggacca caagggccag 
2761 

aagaggcagc cggaggctaa cagcatatgg cctctggagc caggtttgaa tcctggctgc 
2821 

10 gtcatttcct agctgtgtga ccttaagcaa gttgcttgcg tctctgggct gtagtttccc 
2881 

catccgtaaa atgggataat agtgcctgcc ttgaattgtc ataaggattg aaggggctca 
2941 

O taacagtgtg aagtgctttg cctggcacac agttaaccac agttagtatg agtggcatag 
1$R 3001 

m tgagggagca ggattcctcc caggaggggc tctgagtgga ggccttttat ggcccaccta 

|Lj 3 061 

y] gctctgggca ggtagcctgg atgccatcca tccgtttatc cccacagcac acgggggtct 
^ 3121 

203 accccatcct rtcccggagc ctgaggcaga tggcccaggg caaggacccc acagagtggc 
fl 3181 

\I acgtgcacac gtgcgggctg gccaacatgt tcgcctacca cacgctgggc tacgaggacc 
H 3241 

tggacgagct gcagaaggag cctcagcctc tggtctttgt gatcgagctg ctgcaggtgg 
25 3301 

ggctggggtt ggcagggctg gagggctgtg ccagcactgg agagggacag cgggcatcat 
3361 

gggcaccccc accccactgg ccactggaca gtgccctgtt tctgtttaga taatacgaga 
3421 

30 gggttcataa gccatgggag aatacgaatt tgaaaaaaaa gtcctctgat ttttccacaa 
3481 

gaaaagtcct ttggtgctgg gcatggtggc ccacgcctgt aatcctagca ctttgggagg 
3541 

ccgagggggt tggatcacct gaggtcagga gttcgaagac cagcctggcc aacatggtaa 
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3601 

aaccccgtct ctattaaaaa cacaaaaatt aaccgggtgt ggtggtgcat gcctgtaatc 
3661 

aatcccagct acttgggaat ttgaggcatg agaattgctt gaacctggaa gtggaggttg 
5 3721 

cagtgagcag agatcatgtc agtgcatttt aacctgggtg acagagtgag actccatgtc 
3781 

caaaaaaaag aaaaaaaaaa aaagtccact tggaaccagt ttttaaaaat gtgattcatt 
3841 

10 ttcattgtgg aggcatttta tccacttcca ctttcatttt caggagttgg agattataac 
3901 

cgcctccttg gttcctgtgg tttgtgggtt cagacttggt tctctngtgg cgggagaggc 
3961 

□ tgcatggaac tccccacatc ctcccaacca ggagccccag agtgattggc agcgcgtgtt 
ill 4021 

in tgtggattgg tgagagaggg ttagggccag ggtcaaggtc aggtcaggac tcagcttatg 
J;L; 4081 

CP gccaagactg aggctcagcc tgagagctat gtgggtgaat aaaataaaat aagaactgtg 

r 4141 

203 tcaaccaagg gccccttaca ggcttgctgt cacagttgtg tggtctgtgc actgcacaag 
U 4201 

H gtgcaccggc atctcctcca aggtgctcat tatagacatt gtatattggt atttccataa 
u 4261 

tgagaagttt ccagcagatg gcaatagtgt attgttctaa caaaacgagt attcgtgaca 
25 4321 

attttctgaa tattagaagt gaagtgtctt gatgaacggg caccttttcc tagtttgcac 
4381 

aaagacattg atttagggca gggttttcgg cgttgttgct tctttccctt gtctgtatgc 
4441 

30 acttgaccag caagcatgac ttcagggaga tgtgccacag ggtcctgttt ttcgggtctc 
4501 

tgatggggtg caggcccctg gggtccctgc ctcactgacc tgcagctctg gggccaggtt 
4561 

gatgccccga gtgattacca gagggagacc tggaacctga gcaatcatga gaagatgaag 
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4621 

gcggtgcccg tcctccacgg 
4681 

gcctcttcca agtaccagga 
4741 

ggccgctggc caggggtggg 
4801 

gggtggggcg ggggttgggc 
4861 

gaagccatgg gaggtgcagt 
4921 

ctactgccag tgcctgctga 
4981 

tattctccgg caccacccag 
5041 

gcccagggcc acggagacac 
5101 

ggcaccaaac cttgtctcca 
5161 

gatggatggg cagtgcttgg 
5221 

cccaggaagc tcgccaagct 
5281 

gggcaatcaa tatagggaaa 
5341 

atggcaccgc agtactagat 
5401 

gcccctggct catgcatcag 
5461 

aatcctcata atcaccatat 
5521 

taggtagcgt ctataagaaa 
5581 

ttaaaaagga gaggaggagg 
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agagggaaat cggctcttca 

ggccatcatc tgcctaagga 

aagtggcgct gactctgggg 

agctgcctga ggtcatggct 

ggctgaagct ggagaagatg 

agaaggagga gtactatgag 

gtgcgcgggg ctgcaggggc 

ctgccatagc cttcctggac 

cccagccggg tttccccgag 

cgcggggcgg cctttatttt 

tgtgatttca gcggaacggt 

aatattatga tgtcggtact 

tgacttaatg ctcgaatcgt 

gcacacgtcg tctgcgttta 

gagggaggtg cagggaaagg 

aataaaacaa agttatgaat 

tactgctatt atgatcatca 
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agctgggccg ctacgaggag 
acctgcagac caaggtcaga 
ggcctgccca gtgccggcca 
gaccttctcc ctgggcagga 
atcaatactc tgatcctcaa 
gtgctggagc acaccagtga 
ggacagtgag ggggcgccca 
ttttctttcc accccaccag 
tgtgtaactg aattgtgggt 
aatgtgtgtt tgaacactta 
aaacaggcgt ttaaaaagag 
agtactggtg ttgcgaggat 
gctcacagta aaaacatcca 
ttatctcatt taatcctcat 
ggcctgaagg ttatctaatt 
ataaaattac tcacagggcc 
tctccatctt acagttgagg 

Robert w. strozier, p.l.l.c. 



5641 

aaaccgaggg atgggggata cagagaggtt aaggatcatg gcggggctga gggtcttgga 
5701 

ggctggtgag tcccagctgg gctggggctg cctctgaggc tgggaaggga gctgtagctg 
5 5761 

gatgctccct gctccccaca ggcatcgtga aggcctacta cgtgcgtgcc cgggctcacg 
5821 

cagaggtgtg gaatgaggcc gaggccaagg cggacctcca gaaagtgctg gagctggagc 
5881 

10 cgtccatgca gaaggcggtg cgcagggagc ttgaggctgc tggagaaccg catggcggag 
5941 

aacaggagga ggagcggctg cgctgccgga acatgctgag ccagggtgcc acgcagcctc 
6001 

Q ccgcagagcc acccacagag ccacccgcac agtcatccac agagccacct gcagagccac 
li L [ 6061 

Cm ccacagcacc atctgcagag ctgtccgcag ggccccctgc agagccagcc acagagccac 
;l s 6121 

CP ccccgtcccc agggcactcg ctgcagcact gagccccctg aggcccacag ccacccaggc 

r 6i8i 

2<P agggagcaag tggcctggtc acttctggtt cgattgacca ggatcgtggt gtcacttttt 
[I 624 1 

N aaaatttaaa attaattttt gaaatcaaag tcagacacac ccatggtaaa aaaaaaaaaa 
S 6301 

aaaacaatcc caagggtaca gaagagctta tgaataaaag tagttttctc ctctacccct 
25 6361 

ctcattcctt ccgtgccatg gttttaattg accctgtttt taattcttct ggtagttttc 
6421 

tctatttcca agtaatctgt ttaaatcagt ttctagattt taccccatgt caatgacaaa 
6481 

30 tgaggatttg atgctctgat cctttctcat gcctgatacc cctccctgtc tccccatttt 
6541 

ggatagttac atttgggggt catctcggtg atttttgtaa ctttacgcag gacacttaga 
6601 

gctctctaga atcccactga ctttagtggg gtcttgatgt agggtgggca agccccgaca 
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6661 

ctggagctta gcctgagagg ggttcttgc 



6689 



(2) INFORMATION FOR SEQ ID NO : 2 : 
5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1119 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

10 (ii) MOLECULE TYPE: cDNA Baboon 

(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene 
(B) LOCATION: 

O (D) OTHER INFORMATION: produces aryl- hydrocarbon 

15H| receptor interacting protein-like 1 

CP (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

^ atggatgccg ctctgctcct gaacgtggaa ggggtcaaga aaaccattct gcacggaggc 
CP acgggcgagc tcccaaactt catcaccgga tcccgagtga tctttcattt ccgcaccatg 
";7 aaatgtgatg aggagcgcac ggtcatcgac gacagccggc aggtggacca gcccatgcac 
2fiP atcatcatcg ggaacatgtt caagctcgag gtctgggaga tcctgctcac ctccatgagg 
L gtgcacgagg tggccgagtt ctggtgcgac accatccaca cgggggtcta ccccatcctg 
""^ tcccggagcc tgcggcagat ggcccagggc aaggacccca cggagtggca cgtgcacaca 
l2 tgcgggctgg ccaacatgtt cgcctaccac acactgggct acgaggacct ggacgagctg 
cagaaggagc ctcagcctct gatctttgtg atcgagctgc tgcaggttga cgccccgagt 
25 gattaccaga gggagacctg gaacctgagc aatcatgaga agatgaaggt ggtgcccgtc 
ctccacggag agggaaatcg gctcttcaag ctgggccgct acgaggaggc ctcttccaag 
taccaggagg ccatcatctg cctaaggaac ctgcagacca aggagaagcc atgggaggtg 
cagtggctga agctggagaa gatgatcaac accctgaccc tcaactactg ccagtgcctg 
ctgaagaagg aggagtatta cgaggtgctg gagcacacca gtgacattct ccggcaccac 
30 ccaggcatcg tgaaggccta ctatgtgcgt gcccgggctc acgcagaggt gtggaatgag 
gccgaggcca aggcggacct ccagaaagtg ctggagctgg agccatccat gcagaaggcg 
gtgcgcaggg agctgaggct gctggagaac cgcatggcag agaagcagga ggaggagcgg 
ctgcgctgcc ggaacatgct gagccaggga gccacgcagc ctcccacaga gccaccggca 
gagccccaca cagcaccacc tgcggagctg tccacagggc cacctgcaga gccacccgca 
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gagctccccc tgtccccagg gcactcactg cagcactga 



10 



15 



[2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA Chimpansee 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene 
(B) LOCATION: 

(D) OTHER INFORMATION: produces aryl -hydrocarbon 
receptor interacting protein- like 1 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 



t g t dig c a g^ggei&gcrt^ 



jggcgagctccc 



W (2) INFORMATION FOR SEQ ID NO : 4 : 

[* (i) SEQUENCE CHARACTERISTICS: 

203 (A) LENGTH: bases 

[.T (B) TYPE: nucleic acid 

H (C) STRANDEDNESS: single 

2 (D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA Cow 
25 (ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene 
(B) LOCATION: 

(D) OTHER INFORMATION: produces aryl -hydrocarbon 
receptor interacting protein- like 1 
30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 

atggatgccactctgctcctgaatgtggaagggatcaagaaaaccattctgcatgggggcacagg 
ggacctccccaacttcattactggagcccgagtgacctttcatttccgaaccatgaaatgtgatg 
aggagcggacggtgatagacgacagcaagcaggtgggccatcccatgcacatcatcattgggaac 
atgttcaagctggaggtctgggagatcttgctgacgtccatgcgggtcagcgaggtggccgagtt 
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ttggtgcgacaccatccacacaggggtctaccccatcctgtcccggagcctgcggcagatggcgg 
agggtaaggaccccacagagtggcacgtgcacacgtgtggcttggccaacatgttcgcttaccac 
acgctgggctacgaggacctggacgagctgcagaaggagcctcagccactgatcttcataatcga 
gttgctgcaggtcgaggccccgagccagtaccagagggagacctggaacctgaataaccaggaga 
agatgcaggcggtgcccatcctccatggagaaggaaaccggctcttcaagctgggccgctacgag 
gaggcctccaacaagtaccaggaagccatcgtctgcctgaggaacctgcagaccaaggagaaacc 
ctgggaggtgcagtggctgaagctggagaagatgatcaacaccctgatcctgaactactgtcagt 
gtctgctgaagaaggaggagtactacgaggtgctggaacacactagtgacatcctccggcatcac 
ccaggcatcgtgaaggcctactatgtgagggcccgggctcacgccgaggtgtggaatgaggcgga 
agccaaggcggatctggagaaagtgctggagctggagccgtccatgcggaaggcggtgcagaggg 
agctgaggctgctggagaaccggctggaggagaaacgcgaggaggagcgactgcgctgccggaac 
atgctgggctagtgcgcaggcgccaagcctcctgcctccgccccccgcycctccaccccccccaa 
aaaaaaaaaaaaaaattttt 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA Dog 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene 
(B) LOCATION: 

(D) OTHER INFORMATION: produces aryl -hydrocarbon 
receptor interacting protein-like 1 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 
tgtacgggggcaccggcgagctcccaaacttcctcacggggtcccgggtcatctttcacttccgc 
acaacgaaatgcgacgaggcgcggacagtgatcgacgacagcaagcgtgtgggccatcccatgca 
catcatcatcgggaacatgttcaagctggaggtctgggaggtgctgctgacatccatgcgcgtgg 
gcgaggtggccgagttctggtgcgactctattcacacaggagtctaccccatcctgtcccggagc 
ctgcggcaggtggcggagggcaaggaccccactgagtggcatgtacacacgtgcggcttggccaa 
catgtttgcctatcacacgctgggctacgaggacctggacgagctacagaaggagccgcagcccc 
tcatcttcatgatagagctgctgcaggtggaggccccaagtgagtaccagagggagacgtggagc 
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ctgaacaatgagagaagatgcagcggtacccatctcatggagaggggaaccggctcttcaagctg 
ggccgctacaatgatgcctccaccaagtaccaggagccatcgtctgctgaggaacctgcagacca 
aggagaagcctgggaggtgcagtggctaaagctggagaagctgatcaacaccttgattctcaact 
actgccagtgtctgctgaagaaggaggagtactacgaggtgctggagcacactagcgacatcctg 
cggcttcacccaggaatcgtgaaggcctactacgtgcgcgcccgggctcacgcggaggtgtggaa 
cgaggccgaggccagggcggaccttcagaaagtgctggagctggagccatccatggggaaggctg 
tgcgcagggagctgcggcttctggaaaatcgcctggaggaaaagcgggaggaggagcggctgcgc 
tgccggaacatgcta 

(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA mouse 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene 
(B) LOCATION: 

(D) OTHER INFORMATION: produces aryl -hydrocarbon 
receptor interacting protein-like 1 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 
atggacgtctctctactcctcaatgtggagggtgtcaagaagaccattctgcatggggggacagg 
agagctccccaacttcatcactggctccagagtgacctttcatttccgaacaatgaagtgtgatg 
aagaacgcacggtgatcgatgacagcaagcaggtgggccagcccatgagcatcatcatcggcaac 
atgttcaagctggaggtgtgggagacgctgctgacctccatgcggctgggcgaggtggctgagtt 
ctggtgcgacaccattcacacaggggtctaccctatgttgtcccgcagtctgcggcaggtggctg 
agggcaaggaccccacaagctggcatgtgcacacgtgcgggttggccaacatgtttgcataccac 
acgctgggctacgaggacctggatgagctgcagaaagagccacagcctcttgtcttcctgtatga 
actgttgcaggtggaggccccaaatgagtaccagagggagacgtggaacctgaataatgaagaga 
ggatgcaggcggtacctcttcttcatggagaaggcaacaggctctacaagctgggacgctatgat 
caggccgccaccaagtaccaggaggccattgtgtgcctgaggaaccttcagaccaaggagaagcc 
ctgggaggttgagtggctgaagctggagaagatgatcaacaccctgatcctcaactactgccagt 
gcctgctgaagaaggaggagtactacgaggtgttggagcacaccagcgacattctacgacaccac 
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ccagggatcgtgaaggcctactatatgcgcgcacgtgctcacgcagaggtgtggaacgctgagga 
ggccaaggcggacctggagaaagtgctggagttggagccatccatgcgcaaggcggtgctcaggg 
aactgcggctgctggagagccgcctggcggacaaacaggaggaggagcggcagcgctgccggagc 
atgctgggctaggctgggctggattccactgagttagactgggttaggttgggtgggagctgcgg 
gttgaaccctggggcgagggctggggctatggact 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA Rhesus monkey 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene 
(B) LOCATION: 

(D) OTHER INFORMATION: produces aryl -hydrocarbon 
receptor interacting protein- like 1 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 
atggatgccgctctgctcctgaacgtggaaggggtcaagaaaaccattctgcacggaggcacggg 
cgagctcccaaacttcatcaccggatcccgagtgatctttcatttccgcaccatgaaatgtgatg 
aggagcgcacggtcatcgacgacagccgtcaggtggaccagcccatgcacatcatcatcgggaac 
atgttcaagctcgaggtctgggagatcctgctcacctccatgagggtgcacgaggtggccgagtt 
ctggtgcgacaccatccacacgggggtctaccccatyctgtcccggagcctgcggcagatggccc 
agggcaaggaccccacggagtggcacgtgcacacatgcgggctggccaacatgttcgcctaccac 
acgctgggctacgaggacctggacgagctgcagaaggagcctcagcctctgatctttgtgatcga 
gc tgctgcaggttgacgccccgagt gat taccagagggagacctggaacctgagcaat cat gaga 
agatgaaggtggtgcccgtcctccacggagagggaaatcggctcttcaagytgggccgctacgag 
gaggcctcttccaagtaccaggaggccatcatctgcctaaggaacctgcagaccaaggagaagcc 
gtgggaggtgcagtggctgaagctggagaagatgatcaacaccctgaccctcaactactgccagt 
gcctgctgaagaaggaggagtattacgaggtgctggagcacaccagtgacattctccggcaccac 
ccaggcatcgtgaaggcctactatgtgcgtgcccgggctcacgcggaggtgtggaacgaggccga 
ggccaaggcggacctccagaaagtgctggagctggagccatccatgcagaaggcggtgcgcaggg 
agctgaggctgctggagaaccgcatggcggagaagcaggaggaggagaggctgcgctgccggaac 
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atgctgagccagggagccacgcagcctcccgcagagccaccggcacagccccccacagcaccacc 
tgcagagctgtccacagggccacctgcggacccaccggcggagccccccacagcaccacctgcgg 
agctgtccacagggccacctgcagagccacccgcagagctccccctgtccccagggcactcactg 

cagcactga 

(2) INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA Squirrel monkey 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene 
(B) LOCATION: 

(D) OTHER INFORMATION: produces aryl -hydrocarbon 
receptor interacting protein-like 1 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 

atggatgccgctctgctcctgaacgtggaaggggtcaagaagaccattctgcacgggggcacggg 
cgagctcccaaatttcatcaccggatcccgagtgatctttcatttccgcaccatgaaatgtgatg 
aggagcggacggtgattgacgacagcagggaggtgggccagcccatgcacatcatcatcgggaac 
atgttcaagctggaggtctgggagatcctgctcacgtccatgcgggtgcgagaggtggccgagtt 
ctggtgcgacaccatccacacgggggtctaccccatcctgtcccggagcctgcggcagatggccc 
agggcaaggacccgacggagtggcatgtgcacacgtgcgggctggccaacatgttcgcctaccac 
acgctgggctacgaggacctggatgagctgcagaaggagcctcagcctctgatctttgtgatcga 
gctgctgcaggttgatgccccaagtgattaccagagggagacctggaacctgagcaatcacgaga 
agatgaaggtggtgcccgtcctccatggagaaggaaataggctcttcaagctgggccgctacgag 
gaggcctcttccaagtaccaggaggccatcatctgcctaaggaacctgcagaccaaggagaaacc 
ctgggaggtgcagtggctgaagctggagaagatgatcaataccctgatcctcaactactgtcagt 
gtctgctgaagaaggaggagtactacgaggtcctggagcataccagtgacattctccggcaccac 
ccaggcattgtgaaggcctactatgtgcgcgcccgggctcacgcggaggtgtggaacgaggccga 
ggccaaggcggacctccagaaagtgctggagctggagccgtccatgcagaaggcggtgcgcaggg 
agctgaggctgctggagaaccgcatggcggagaagcaggaggaggagcggctgcgctgccgcaac 
atgctgagccagggggccacgtggtcccccgcggagccacccgcagagccacctgcagagtcatc 
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cacagagccacccgcagagccacctgcagagccacctgcagagctaaccttgaccccggggcacc 
cactacagcactga 



(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Met79Thr Mutation 
(B) LOCATION: 77... 81 

(D) OTHER INFORMATION: Thr 79 mutation 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 

acc tec acg egg gtg 15 
Thr 



(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Trp88X mutation 
(B) LOCATION: 86 ... 90 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

gag ttc tga tgc gac 15 



(2) INFORMATION FOR SEQ ID NO: 11: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME / KEY : AIPL1 Val96Ile mutation 
(B) LOCATION: 94 ... 98 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
acg ggg ate tac ccc 



(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Thrl24Ile mutation 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 
gac ccc ata gag tgg 



(2) INFORMATION FOR SEQ ID NO:13: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE : 

(A ) NAME /KEY : AIPL1 Pro376Ser mutation 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:13: 

cca ccc teg tec cca 
Ser 

(2) INFORMATION FOR SEQ ID NO:14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Glnl63X mutation 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:14: 
gat tac tag agg gag 
X 

(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME / KEY : AIPL1 Alal97Pro mutation 
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(B) LOCATION: 



(D) OTHER INFORMATION: 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 



gag gag ccc tct tec 
Lys 



15 



(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Trp278X mutation 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:16: 



(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 IVS2-2A->G mutation 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 



gag gtg tga aat gag 



15 



X 



tec 



cca egg cac 



acg 



15 
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J 



IVS2-SA->G 



(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
10 (ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Glu262Ser mutation 

(B) LOCATION: 

(D) OTHER INFORMATION: 
O (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

13* cac cca agt gcg egg 15 

on Ser 

OH (2) INFORMATION FOR SEQ ID NO: 19: 

^ (i) SEQUENCE CHARACTERISTICS: 

2(P (A) LENGTH: 15 bases 

[7 (B) TYPE: nucleic acid 

%J (C) STRANDEDNESS: single 

H (D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
25 (ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Arg3 02Leu mutation 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 
30 gcg gtg etc agg gag 15 

Leu 



(2) INFORMATION FOR SEQ ID NO: 20: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 13 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Pro351dell2 mutation 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

g cca ccc aca gca 13 
del TGCAGAGC C AC C 



(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Cys2 3 9Arg mutation 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 

tgc cag cgc ctg ctg 15 
Arg 



(2) INFORMATION FOR SEQ ID NO:22: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE : 

(A ) NAME/KEY: AIPL1 Ala33 6del2 mutation 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:22: 

t ccc gca gcc acc 13 
del AG 



(2) INFORMATION FOR SEQ ID NO:23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Cys42X mutation 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:23: 
atg aaa tga gat gag 



(2) INFORMATION FOR SEQ ID NO:24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Leu257del9 mutation 
(B) LOCATION: 
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(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:24: 

gat att cac cca 12 
del CTCCGGCAC 



(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Val33ins8 mutation 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 
gac tag gtg ate ttg tga tct 
ins GTGATCTT 



(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A) NAME/KEY: AIPL1 IVS1-9G->A Benign 
Variants /Polymorphisms 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 
CTC AGT GAC TAG 
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G->A 



(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 IVS2+66G->C Benign 
Var i ant s / Po lymorphi sms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:27: 
TTT GCC GGG CTG 
G->C 

(2) INFORMATION FOR SEQ ID NO:28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
( ix) FEATURE : 

(A ) NAME/KEY: AIPL1 IVS2-88C->T Benign 
Variant s / Polymorphi sms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 
TCC TCT CAG GAG 
C->T 
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(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME / KEY : AIPL1 IVS2-14G->A Benign 
Variant s / Polymorph! sms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 
ATC CAT TTA TCC 
G->A 



(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 IVS2-10A->C Benign 
Variants/Polymorphisms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:30: 
CGT TTC TCC CCA 
A->C 



(2) INFORMATION FOR SEQ ID NO: 31: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: A1PL1 IVS3-25T->C Benign 
Variants/ Polymorphisms 
(B) LOCATION: 
(D) OTHER INFORMATION : 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 
CTG CCC CAC TGA 
T->C 



(2) INFORMATION FOR SEQ ID NO:32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 IVS3-21T->C Benign 
Variants /Polymorphisms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:32: 
CCT CAC CGA CCT 



(2) INFORMATION FOR SEQ ID NO:33: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 
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(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME / KEY : AIPL1 IVS5+18G->A Benign 
Variants/Polymorphisms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:33: 
AGG AGC GGA CAG 
G->A 

(2) INFORMATION FOR SEQ ID NO:34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME / KEY : AIPL1 Asp90His Benign 
Variants/Polymorphisms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:34: 
TGG TGC CAC ACC 
His 

(2) INFORMATION FOR SEQ ID NO: 35: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 
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(ii) 



MOLECULE TYPE: DNA (genomic) 



(ix) 



FEATURE : 



(A 



NAME /KEY : 



AIPL1 



Phe3 7Phe 



Benign 



Variants/Polymorphisms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:35: 
CAT TTC CGC ACC 



(2) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Ser78Ser Benign 
Variants/Polymorphisms 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 
ACC TCT ATG CGG 



(2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 



Phe 



Ser 
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(A ) NAME /KEY : AIPL1 Cys89Cys Benign 
Variant s / Polymorph! sms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:37: 
TGG TGT GAC ACC 
Cys 

(2) INFORMATION FOR SEQ ID NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 LeulOOLeu Benign 
Var i ant s / Polymorphi sms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 8 : 
ATC CTG TCC CGG 
Leu 

(2) INFORMATION FOR SEQ ID NO: 39: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Hisl72His Benign 
Variants/ Polymorphi sms 
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(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 9 : 
AAT CAC GAG AAG 
His 



(2) INFORMATION FOR SEQ ID NO: 40: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Pro217Pro Benign 
Variants/Polymorphisms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40: 
AAG CCG TGG GAG 
Pro 



(2) INFORMATION FOR SEQ ID NO: 41: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Asp255Asp Benign 
Var i ant s / Polymorphi sms 
(B) LOCATION: 
(D) OTHER INFORMATION: 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 
AGT GAC ATT CTC 
Asp 



5 (2) INFORMATION FOR SEQ ID NO: 42: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 
10 (D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 primer 
Q (B) LOCATION: 

15;^ (D) OTHER INFORMATION: 

m (xi) SEQUENCE DESCRIPTION: SEQ ID NO:42: 

J:Lj 5 1 - AAGAAAACCATTCTGCACGG- 3 1 2 0 

* SBS (2) INFORMATION FOR SEQ ID NO: 43: 

20:3 (i) SEQUENCE CHARACTERISTICS: 

l2 (A) LENGTH: 19 bases 

S! (B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

25 (ii) MOLECULE TYPE: DNA Primer 

(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 primer 

(B) LOCATION: 

(D) OTHER INFORMATION: 
30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO:43: 

5 ' - TGCAGCTCGTCCAGGTCCT - 3 1 19 



(2) INFORMATION FOR SEQ ID NO: 44: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 17 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Primer DNA 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 primer 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44: 

5 ' -GACACCTCCCTTTCTCC-3 ' 



(2) INFORMATION FOR SEQ ID NO: 45: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Primer DNA (genomic) human 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 primer 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 

5 ' - GCTGGGGCTGCCTGGCTG - 3 ' 18 



(2) INFORMATION FOR SEQ ID NO: 46: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Primer DNA (genomic) human 
(ix) FEATURE: 
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(A ) NAME / KEY : AIPL1 Primer 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 46: 

5 1 - CCGAGTGATTACCAGAGGGA - 3 * 2 0 



(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Primer DNA (genomic) human 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Primer 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:47: 

5 ' - TGAGCTCCAGCACCTCATAG- 3 1 2 0 



(2) INFORMATION FOR SEQ ID NO: 48: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Primer DNA (genomic) human 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 primer 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 48: 

5 ' -ACGCAGAGGTGTGGAATG- 3 ■ 18 
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(2) INFORMATION FOR SEQ ID NO: 49: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: Primer DNA (genomic) human 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 Primer 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:49: 

5 1 - AAAAAGTGACACCACGATC - 3 1 19 



(2) INFORMATION FOR SEQ ID NO:50: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA (genomic) human 
(ix) FEATURE: 

(A ) NAME /KEY : AIPL1 gene exon/intron donor splice 
site 

(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 50: 

CGGATCCCGAgtgagtggggccctccggagcaga 34 



(2) INFORMATION FOR SEQ ID NO: 51: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 5 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 
( ix) FEATURE : 

(A ) NAME /KEY : AIPL1 gene exon/intron Acceptor 
splice site 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51: 

cagagtgcaccgtctcggtgactagGTGATCTTTC 3 5 



(2) INFORMATION FOR SEQ ID NO: 52: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) human 
(ix) FEATURE: 

(A ) NAME /KEY: AIPL1 gene exon/intron Donor splice 
site 

(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:52: 

CSACACCATCgtaagt aggccctgcgcgcc tgtct 3 5 



(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) human 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene exon/intron Acceptor 
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splice site 

(B) LOCATION: 17pl3 . 1 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53: 

gccatccatccgtttatccccacagCACACGGGGG 3 5 

(2) INFORMATION FOR SEQ ID NO:54: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) human 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene exon/intron Donor splice 
site 

(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 54: 

GCTGCTGCAGgtggggctggggttggcagggctgg 3 5 

(2) INFORMATION FOR SEQ ID NO: 55: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 6689 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ix) FEATURE: 

(A ) NAME/ KEY : AIPL1 gene exon/intron Acceptor 
splice site 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55: 
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cactgacctgcagctctggggccagGTTGATGCCC 



35 



(2) INFORMATION FOR SEQ ID NO: 56: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene exon/intron Donor splice 
site 

(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 

GCAGACCAAGgtcagaggccgctggccacggggtg 3 5 



(2) INFORMATION FOR SEQ ID NO: 57: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 5 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene exon/intron Acceptor 
splice site 

(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:57: 

catggctgaccttctccctgggcagGAGAAGCCRT 35 



(2) INFORMATION FOR SEQ ID NO: 58: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 3 5 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DMA (genomic) human 
(ix) FEATURE: 

(A ) NAME /KEY : AIPL1 gene exon/intron Donor splice 
site 

(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58: 

CACCACCCAGgtgcgcggggctgcaggggcggaca 3 5 



(2) INFORMATION FOR SEQ ID NO: 59: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 5 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) human 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene exon/intron Acceptor 
splice site 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 59: 

gctggatgctccctgctccccacagGCATCGTGAA 3 5 



(2) INFORMATION FOR SEQ ID NO: 60: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: DNA Primer 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene Exon 1 Primer 

(B) LOCATION: 240 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 60: 
5 1 -ggacacctccctttctcc-3 ' 

(2) INFORMATION FOR SEQ ID NO: 61: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
(ix) FEATURE: 

(A ) NAME / KEY : AIPL1 gene Exon 1 Primer 
(B) LOCATION: 240 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 61: 
5 1 -gctggggctgcctggctg-3 ' 

(2) INFORMATION FOR SEQ ID NO: 62: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 0 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
(ix) FEATURE: 

(A ) NAME /KEY : AIPL1 gene Exon 2 Primer 

(B) LOCATION: 297 

(D) OTHER INFORMATION: 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 62 : 
5 1 -gggccttgaacagtgtgtct-3 ' 



20 



(2) INFORMATION FOR SEQ ID NO: 63: 
5 (i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 19 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

10 (ii) MOLECULE TYPE: DNA Primer 

(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene Exon 2 Primer 
(B) LOCATION: 2 97 
O (D) OTHER INFORMATION: 

1$0 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63: 

m 5 ' - tttcccgaaacacagcagc-3 ' 19 

5 (2) INFORMATION FOR SEQ ID NO: 64: 

^ (i) SEQUENCE CHARACTERISTICS: 

203 (A) LENGTH: 18 bases 

;'7 (B) TYPE: nucleic acid 

Sj (C) STRANDEDNESS: single 

: ; f (D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
25 ( ix) FEATURE : 

(A ) NAME/KEY: AIPL1 gene Exon 3 Primer 
(B) LOCATION: 3 64 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:64: 
30 5 1 -agtgagggagcaggattc-3 1 18 



(2) INFORMATION FOR SEQ ID NO: 65: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 20 bases 
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(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene Exon 3 Primer 

(B) LOCATION: 364 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 65: 
5 ' -tgcccatgatgcccgctgtc-3 1 



(2) INFORMATION FOR SEQ ID NO: 66: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene Exon 4 Primer 
(B) LOCATION: 315 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 66: 
5 ' -tttcgggtctctgatggg-3 ' 



(2) INFORMATION FOR SEQ ID NO: 67: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
(ix) FEATURE: 

(A ) NAME / KEY : AIPL1 gene Exon 4 Primer 
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(B) LOCATION: 315 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 67 
5 ' -gcaggctccccagagtc-3 1 



17 



10 



150 



(2) INFORMATION FOR SEQ ID NO: 68: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene Exon 5 Primer 
(B) LOCATION: 279 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 68: 
5 1 -gcagctgcctcaggtcatg-3 ' 



19 



2(H 



25 



30 



(2) INFORMATION FOR SEQ ID NO: 69: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
( ix) FEATURE : 

(A ) NAME/KEY: AIPL1 gene Exon 5 Primer 
(B) LOCATION: 279 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 69: 
5 ' -gtggggtggaaagaaaag-3 1 



18 



(2) INFORMATION FOR SEQ ID NO: 70 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 bases 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 
5 (D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA Primer 
(ix) FEATURE: 

(A ) NAME/KEY: AIPL1 gene Exon 6 Primer 
(B) LOCATION: 497 
10 (D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 70: 

5 ' -ctgggaagggagctgtag-3 ' 18 



fg (2) INFORMATION FOR SEQ ID NO: 71: 

15v3 (i) SEQUENCE CHARACTERISTICS: 

g* (A) LENGTH: 19 bases 

)£j (B) TYPE: nucleic acid 

ffi (C) STRANDEDNESS: single 

^ (D) TOPOLOGY: linear 

2CN (ii) MOLECULE TYPE: DNA Primer 

(ix) FEATURE: 

\| (A ) NAME /KEY : AIPL1 gene Exon 6 Primer 

j"f (B) LOCATION: 497 

(D) OTHER INFORMATION: 
25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO:71: 

5 ' -aaaagtgacaccacgatcc-3 ' 19 



(2) INFORMATION FOR SEQ ID NO: 72: 

(i) SEQUENCE CHARACTERISTICS: 

30 (A) LENGTH: 444 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
(ix) FEATURE: 
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(A ) NAME / KEY : Human Aipll 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 72: 
MDAALLLNVEGVKKTILHGGTGELPNFITGSRVIFHFRTMKCDE 
ERTVIDDSRQVGQPMHI I IGNMFKLEVWEILLTSMRVHEVAEFWCDTIHTGVYPILSR 
SLRQMAQGKDPTEWHVHTCGLANMFAYHTLGYEDLDELQKEPQPLVFVIELLQVDAPS 
DYQRETWNLSNHEKMKAVPVLHGEGNRLFKLGRYEEASSKYQEAI I CLRNLQTKEKPW 
EVQWLKLEKMINTLILNYCQCLLKKEEYYEVLEHTSDI LRHHPGI VKAYYVRARAHAE 
VWNEAEAKADLQKVLELEPSMQKAVRRELRLLENRMAEKQEEERLXCRNMLSQGATQP 
PAE P PTE P PAQ S S TE P PAE P PTAP S AEL S AGP P AE PATE PPPSPGHSLQH 

(2) INFORMATION FOR SEQ ID NO: 73: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 444 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
(ix) FEATURE: 

(A ) NAME /KEY : Chimpansee Aipll 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 73: 
MDAALLLNVEGVKKTILHGGTGELPNFITGSRVIFHFRTMKCDEERTVIDDSRQVGQPMHIIIGN 
MFKLEVWEILLTSMRVHEVAEFWCDTIHTGVYPILSRSLRQMAQGKDPTEWHVHTCGLANMFAYH 
TLGYEDLDELQKEPQPLVFVIELLQVDAPSDYQRETWNLSNHEKMKAVPVLHGEGNRLFKLGRYE 
EASSKYQEAIICLRNLQTKEKPWEVQWLKLEKMINTLILNYCQCLLKKEEYYEVLEHTSDILRHH 
PGIVKAYYVRARAHAEVWNEAEAKADLRKVLELEPSMQKAVRRELRLLENRMAEKQEEERLRCRN 
MLSQGATQPPAEPPTEPPAQSSTEPPAEPPPAPSAELSAGPPAETATEPPPSPGHSLQH 

(2) INFORMATION FOR SEQ ID NO : 74 : 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 444 amino acids 

(B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: protein 
(ix) FEATURE: 

(A ) NAME /KEY : Baboon Aipll 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 74: 
MDAALLLNVEGVKKTILHGGTGELPNFITGSRVIFHFRTMKCDEERTVIDDSRQVDQPMHI I IGN 
MFKLEWEILLTSMRVHEVAEFWCDTIHTGVYPILSRSLRQMAQGKDPTEWHVHTCGLANMFAYH 
TLGYEDLDELQKEPQPLIFVIELLQVDAPSDYQRETWNLSNHEKMKWPVLHGEGNRLFKLGRYE 
EASSKYQEAIICLRNLQTKEKPWEVQWLKLEKMINTLTLNYCQCLLKKEEYYEVLEHTSDILRHH 
PGIVKAYYVRARAHAEWNEAEAKADLQKVLELEPSMQKAVRRELRLLENRMAEKQEEERLRCRN 
MLSQGATQPPTEPPAEPHTAPPAELSTGPPAEPPAELPLSPGHSLQH 

(2) INFORMATION FOR SEQ ID NO: 75: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 444 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
(ix) FEATURE: 

(A ) NAME / KEY : Cow Aipll 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:75: 
MDATLLLNVEGIKKTILHGGTGDLPNFITGARVTFHFRTMKCDEERTVIDDSKQVGHPMHIIIGN 
MFKLEVWEILLTSMRVSEVAEFWCDTIHTGVYPILSRSLRQMAEGKDPTEWHVHTCGLANMFAYH 
TLGYEDLDELQKEPQPLIFIIELLQVEAPSQYQRETWNLNNQEKMQAVPILHGEGNRLFKLGRYE 
EASNKYQEAIVCLRNLQTKEKPWEVQWLKLEKMINTLILNYCQCLLKKEEYYEVLEHTSDILRHH 
PGIVKAYYVRARAHAEVWNEAEAKADLEKVLELEPSMRKAVQRELRLLENRLEEKREEERLRCRN 

MLG 

(2) INFORMATION FOR SEQ ID NO: 76: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 444 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: protein 
(ix) FEATURE: 

(A ) NAME / KEY : Mouse Aipll 
(B) LOCATION: 
(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 76: 
MDVSLLLNVEGVKKTILHGGTGELPNFITGSRVTFHFRTMKCDEERTVIDDSKQVGQPMSIIIGN 
MFKLEVWETLLTSMRLGEVAEFWCDTIHTGVYPMLSRSLRQVAEGKDPTSWHVHTCGLANMFAYH 
TLGYEDLDELQKEPQPLVFLYELLQVEAPNEYQRETWNLNNEERMQAVPLLHGEGNRLYKLGRYD 
QAATKYQEAIVCLRNLQTKEKPWEVEWLKLEKMINTLILNYCQCLLKKEEYYEVLEHTSDILRHH 
PGIVKAYYMRARAHAEVWNAEEAKADLEKVLELEPSMRKAVLRELRLLESRLADKQEEERQRCRS 

MLG 

(2) INFORMATION FOR SEQ ID NO: 77: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 444 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
(ix) FEATURE: 

(A ) NAME/KEY: Rhesus Monkey Aipll 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 77: 
MDAALLLNVEGVKKTILHGGTGELPNFITGSRVIFHFRTMKCDEERTVIDDSRQVDQPMHIIIGN 
MFKLEVWEILLTSMRVHEVAEFWCDTIHTGVYPILSRSLRQMAQGKDPTEWHVHTCGLANMFAYH 
TLGYEDLDELQKEPQPLIFVIELLQVDAPSDYQRETWNLSNHEKMKWPVLHGEGNRLFKLGRYE 
EASSKYQEAIICLRNLQTKEKPWEVQWLKLEKMINTLTLNYCQCLLKKEEYYEVLEHTSDILRHH 
PGIVKAYYVRARAHAEVWNEAEAKADLQKVLELEPSMQKAVRRELRLLENRMAEKQEEERLRCRN 
MLSQGATQPPAEPPAQPPTAPPAELSTGPPADPPAEPPTAPPAELSTGPPAEPPAELPLSPGHSLQH 

(2) INFORMATION FOR SEQ ID NO: 78: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 444 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
(ix) FEATURE: 

(A ) NAME/KEY: Squirrel Monkey Aipll 

(B) LOCATION: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 78: 
MDAALLLNVEGVKKTI LHGGTGELPNF I TGS RVI FHFRTMKCDEERTVI DDSREVGQPMH 1 1 1 GN 
MFKLE VWE I L LT SMRVRE VAE FWCDT I HTGVYP I L S R S LRQMAQGKD PTE WHVHTCGLANMF AYH 
TLGYEDLDELQKEPQPLIFVIELLQVDAPSDYQRETWNLSNHEKMKWPVLHGEGNRLFKLGRYE 
EASSKYQEAI ICLRNLQTKEKPWEVQWLKLEKMINTLILNYCQCLLKKEEYYEVLEHTSDILRHH 
PGIVKAYYVRARAHAEVWNEAEAKADLQKVLELEPSMQKAVRRELRLLENRMAEKQEEERLRCRN 
MLSQGATWSPAEPPAEPPAESSTEPPAEPPAEPPAELTLTPGHPLQH 
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